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Abstract: In the recent years, isolation of beta-hemolytic streptococci from the groups C 
and G (GCS/GGS) from infections, which are typical for the group A streptococ-
cus (GAS), is increased. The aim of our study is to identify the genes encoding 
virulence factors in Bulgarian GCS/GGS isolates similar to those in GAS, and to 
perform genotyping as emm genes encoding the M protein are detected. Using 
PCR, 15 strains of GCS (n = 7) and GGS (n = 8) isolated from patients with ton-
sillopharyngitis were studied for the presence of 16 genes encoding virulence 
factors, and emm genes were sequenced. Molecular-genetic analysis of 
GCS/GGS isolated in over 10% of patients with bacterial tonsillopharyngitis was 
performed for the first time. Over 86% of these isolates have been shown to 
have at least one gene encoding GAS virulence factors. The most commonly 
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found gene is slo – in 90% of GGS, respectively, 40% of GCS. The presence of 
speA, speC, speF, speG, speH, speM, ssa, speM, smeZ in the GCS/GGS ge-
nome was demonstrated, with the speF and speH genes being reported for the 
first time in the literature. Most genes are less frequent for GCS/GGS, but some 
of them such as speM, speC and speH are found more often in these groups 
than in GAS. The speA, speB, speI, speJ, speK, speL, spyCep, sdaB were not 
found in GCS/GGS. In the half of the GGS representatives were confirmed and 
sequenced emm genes, and for the first time 3 circulating in Bulgaria serotypes 
of GGS (stG10.0, stG480.0 and stG6792.0) were identified with genotyping. 
These data draw the attention to the increase of virulence in these groups, 
which is seen also in other microbial species in the last years, and requires a 
more thorough monitoring and study of their etiological role. 
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