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Abstract:  Epidemiological studies were conducted on 51 vancomycin-resistant Enterococ-
cus faecium (VREfm) strains, isolated in three large hospitals in Bulgaria during 
2013-2017, using the profiles of antimicrobial susceptibility and random amplifica-
tion of polymorphic DNA by polymerase chain reaction (RAPD-PCR). The ob-
tained RAPD profiles were subjected to UPGMA analysis. All isolates possessed 
the same resistotype: resistance to ampicillin, imipenem, gentamicin (high level), 
vancomycin, teicoplanin, ciprofloxacin, levofloxacin and quinupristin-dalfopristin, 
and susceptibility to linezolid, daptomycin and tigecycline. By RAPD-PCR with 
AP4 primer, only two cluster groups (CGs) with 81% clonal relatedness between 
them were found – CG-I (23 strains, 93% similarity) and CG-II (28 strains, 95%). 
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The use of P2 primer showed: distribution in five major CGs – CG-I (22 strains, 
93%), CG-II (12 strains, 90.5%), CG-III (5 strains, 90%), CG-IV (2 strains, 96%) 
and CG-V (2 strains, 96%); 8 strains without belonging to clusters and clonal re-
latedness (70%) between 42 of the studied VREfm. In conclusion, dissemination 
of an epidemic clone, consisting of VREfm with multidrug resistance, has been 
demonstrated in monitored hospitals, for a period of more than 4 years. This re-
quires the exercise of strict control over the spread of nosocomial infections, as 
well as continuous surveillance of the antimicrobial resistance of E. faecium. 
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