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THE ROLE OF GENOME-WIDE ASSOCIATION STUDIES FOR UNDERSTANDING 
THE GENETIC BASIS OF CORONARY ARTERY DISEASE
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Summary: In the recent 5 years, genome-wide association studies (GWASs) have con  rmed that genetics 
plays an important role in predisposition to coronary artery diseases (CAD). Cardiovascular disease (CVD) 
morbidity and mortality pose a major public health burden worldwide. CAD is the most common cause of 
death in industrialized countries, and its prevalence is rapidly increasing in developing countries. CAD 
has a complex and heterogeneous etiology involving numerous environmental and genetic factors that 
increase the risk of developing the disease. Increasing our understanding of the multifactorial, complex 
underpinnings of CAD promises to have a global impact on the promotion of health. GWASs have led to an 
enormous boost in the identi  cation of susceptibility loci and genes for cardiovascular diseases.  
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