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Abstract. The review summarizes current accumulated data from molecular genetic studies of hepatitis virus C. The results are 
interpreted from the perspective of infectious epidemiology. The biological characteristics and speci cally the genetic variants of the virus 
are examined according to epidemiological criteria. The historical aspects of the transfer of this bio-pathogen in the different geographic 
regions have been traced. The contemporary global distribution of the major genetic types, subtypes and quasi-species is shown. On this 
basis, the endemicity of the viral hepatitis C disease is rationalized in its current stage of development. The perspectives for optimization 
of the epidemiological theory and prevention of HCV through the use of molecular genetic methods have been discussed. The validation 
and widespread application of such diagnostic approach will lead to utmost tangibility of the epidemiological research with scienti c or 
practical focus.
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