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Summary: Tissue microarray (TMA) is the new, high-throughput technology widely used as 
a tool for quality control of diagnostic immunohistochemistry, in oncology, 
molecular pathology and screening of diseases. This method combines tens to 
hundreds of specimens of different tissues onto a single slide for investigation at 
the same time, at the same conditions, using the standard protocols for all the 
different analysis. The aim of this review was to describe the construction and 
the optimal design of TMA, as well as to show the main advantages and 
disadvantages of this method. 
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